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Åɾˇ˄ˇˁ˂˖˄ʽˁˈ ʰ˄ˍʾˋ˖˃ʰ ʷ˄ʰ˄ˍʽ ˍˇˎ C5 ̄ ˇˎ ʰ˄ʰˋˍʷ˂˂ʶʽ 

ˍʹ˄ ˍʶ˂ʽˁʺ ʶ˄ʶˊʴˇˉˇʾʹˋʹ ˍˇˎ ˋˎ˃ˉ˂ʹˊ˗˃ʰˍˇˌ
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-ˉʰˊˇ˅ˎˋ˃ʽˁʺˌ ˄ˎ˔ˍʶˊʽ˄ʺˌ ʰʽ˃ˇˋ˒ʰʽˊʽ˄ˇˎˊʾʰˌ 

(PNH) 

-ʱˍˎˉˇˎ ˇˎˊʰʽ˃ʽˁˇˏ ʰʽ˃ˇ˂ˎˍʽˁˇˏ ˋˎ˄ʵˊˈ˃ˇˎ 

(aHUS)

Åɮˋ˒ʰ˂ʷˌςʁ ˃ʲˇ˂ʽʰˋ˃ˈˌ ʷ˄ʰ˄ˍʽ ˃ʹ˄ʽʴʴʽˍʽʵˈˁˇˁˁˇˎ

ɮ˄ʰˋˍˇ˂ʶʾˌ ˋˎ˃ˉ˂ʹˊ˗˃ʰˍˇˌ
eculizumab-ˉ˂ʶˇ˄ʶˁˍʺ˃ʰˍʰ
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ʇˉˈʻʶˋʹ ʶˊʴʰˋʾʰˌ
ʅˍʹ˄ ˉʰˊˇˏˋʰ ˃ʶ˂ʷˍʹ ˎˉˇʻʷˋʰ˃ʶ ˈˍʽ ʹ ʴʶ˄ʶˍʽˁʺ ˉˊˇʵʽʱʻʶˋʹ ˋʶ ʴˇ˄ʾʵʽʰ ˉˇˎ 
ˋ˔ʶˍʾʸˇ˄ˍʰʽ ˃ʶ ˍʽˌ ˄ˈˋˇˎˌ ˋˎ˃ˉ˂ʹˊ˗˃ʰˍˇˌ Υ 

Åh ˄ʽ˔˄ʶˏʶˍʰʽ ˋʶ ʰˋʻʶ˄ʶʾˌ ˃ʶ ˋˇʲʰˊʺ ˄ˈˋˇ ˁʰʽ

Å̀ ˔ʶˍʾʸʶˍʰʽ ˃ʶ ˉʰˊʱʴˇ˄ˍʶˌ ˋˇʲʰˊˈˍʹˍʰˌ ˄ˈˋˇˎ
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ɾʷʻˇʵˇʽ

Áɲʽʰʵˇ˔ʽˁˇʾ ʰˋʻʶ˄ʶʾˌ ˃ʶ COVID-19 

Áʅˇʲʰˊˈˍʹˍʰ ˄ˈˋˇˎΥ ²ƻǊƭŘ IŜŀƭǘƘ hǊƎŀƴƛȊŀǘƛƻƴΩǎ ό²Ihύ ŎǊƛǘŜǊƛŀ

Áɮˉˇ˃ˈ˄˖ˋʹ DNA όˉʶˊʽ˒ʶˊʽˁˈ ʰʾ˃ʰύ

ÁNGS targeted gene panel: Probes were designed using the Design studio (Illumina). 
Amplicons coverexonicregions of TMA-associated genes (Complement factor 
H/CFH, CFH-related, CFI, CFB, CFD, C3, CD55, C5, MCP, thombomodulin/THBD, 
ADAMTS13). Libraries were sequenced on a MiniSeqSystem. Analysis was 
performed with TruSeqAmplicon, and variant calling with Somatic Variant Caller in 
ƎŜǊƳƭƛƴŜ ƳƻŘŜ ŀƴŘ ǾŀǊƛŀƴǘ ŀƭƭŜƭŜ ŦǊŜǉǳŜƴŎȅ ƘƛƎƘŜǊ ǘƘŀƴ нл҈Φ ±ŀǊƛŀƴǘǎΩ ŎƭƛƴƛŎŀƭ 
significance was based on ClinVarand the current version of the Complement 
Database, as we have previously described.
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